Chr: chromosome/contig. position, Spos: start position, Epos: end position, when mapped to the naked mole rat genome (https://www.ncbi.nlm.nih.gov/pubmed/25172923). NMR15 could not be unambiguously mapped to a position on JH602044. The first part of the primer sequences in upper case are the common adapter sequence for fluidigm C1 amplification. Upper case bases in the target sequences that follow are positions which would be Cs in the reference, but as these primers are used against bisulfite converted DNA, they have been changed to Ts (or As in the case of the reverse primers).
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